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Abstract: Extraintestinal Escherichia coli (E. coli) causing urinary tract infections (UTIs), and often referred to as 
uropathogenic E. coli (UPEC), are a major contributor to the morbidity of UTIs and associated healthcare costs. UPEC 
possess several virulence factors (VFs) for infecting and injuring the host. We studied the papG allele distribution, and 
its association with other VF genes and phylogenetic groups, amongst 836 UPEC and fecal isolates from reproductive 
age women. The papGII gene was highly prevalent amongst pyelonephritis isolates (68%), whilst the majority, albeit 
smaller proportion, of cystitis isolates (31%) harboured the papGIII gene. Among the pyelonephritis and cystitis 
isolates, papG positive isolates on average had higher VF gene scores, and were more likely to belong to phylogenetic 
group B2, than their negative counterparts.  
 
This was mostly due to the contribution of papGII isolates, which on average contained more VF genes than their 
papGIII counterparts, irrespective of the uro-clinical syndrome. However, the papGII isolates from the pyelonephritis 
cohort had higher VF gene scores than the cystitis ones, suggesting presence of possible papGII clones with differing 
inferred virulence potential. The association of the papGII gene with several VF genes compared to the papGIII gene, 
appears to explain the abundance of these genes in pyelonephritis and cystitis isolates, respectively. Urinary tract 
infections (UTI) are one of the commonest infections of humans, only second to respiratory tract infections in the rate 
of occurrence. The high morbidity of UTI, especially in reproductive age women, coupled with increased rates of 
antibiotic resistance among the commonly used UTI drugs, significantly contribute to increased healthcare costs for 
this condition. 
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